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Research Projects

     Details of Sponsored Research Projects: 
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	Sponsoring Agency
	Tenure
	Funding

(Rs. in Lakhs)

	As Principal Investigator:

1. Structural studies on squash family proteinase inhibitor from bottle gourd (Lagenaria siceraria)

2. Structure analysis of a trypsin inhibitor purified from seeds of Murraya koenigii
3. Structure-function studies

   of a trypsin inhibitor purified from seeds of  Putranjiva roxburghii 
4. Bioinformatic and structure-based approach towards developing low molecular weight proteins with nuclease and translational-inhibitory activities as new potential anticancer agents
As Co-Investigator:

1. Structural studies of biphenyl dehydrogenase from Comamonas testosteroni strain B-356
2. Structural Characterization Of DAHP  Synthase For Designing Rational Inhibitors As Antibacterial Drug
3. Structural analysis of DAHP synthase from Arabidopsis thaliana
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